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182 <"212> TYPE: DNA 

183 <213^ ORGANISM: Artificial Sequence 
18 5 <2 20 > FEATURE: 

186 <223> OTHER INFORMATION: synthetic primer 

188 <4U0-> SEQUENCE: 3 

189 at.ggagggga agctagagaa gagt 24 

191 <210s SEQ ID NO: 4 

192 <211> LENGTH: 23 

193 <212^ TYPE: DNA 

194 v213> ORGANISM: Artificial Sequence 

196 <220> FEATURE: 

197 <223> OTHER INFORMATION: synthetic primer 

199 <400 > SEQUENCE: 4 

200 tagcgctttg ctttaacgag ttc 23 
202 <210> SEQ ID NO: 5 

20 3 <211> LENGTH: 3 4 

204 <212> TYPE: DNA 

205 <213> ORGANISM: Artificial Sequence 

207 <220> FEATURE: 

208 <223> OTHER INFORMATION: synthetic primer 

210 <400> SEQUENCE: 5 

211 actgaagctt taggctgaaa ataaccatcc tctc 34 

213 <210> SEQ ID NO: 6 

214 <2ll> LENGTH: 32 

215 <212:> TYPE: DNA 

216 <213> ORGANISM: Artificial Sequence 

218 <220> FEATURE: 

219 <223> OTHER INFORMATION: synthetic primer 

221 <400> SEQUENCE: 6 

222 cgactcgagt agcgctttgc tttaacgagt tc 32 
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